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Cloning|] expression and transcriptional activity of Bm-mof[|| an MYST 


histone acetyltransferase gene in the silkworm[] Bombyx mori L. 
KONG Wei-Qing[] YANG Jin-Hong[] ZHU Yong[] The Key Sericultural Laboratory of Agricultural Ministry[] 
College of Sericulture and Biotechnology[] Southwest University[] Chongqing 4007160 China[]] 
Abstract[] MYST acetyltransferase widely exists in the eukaryon from yeast to human and it is now known to 
play a major role in the regulation of eukaryotic transcription. Based on the reported amino acid sequences of 
other organisms and the scaffold and EST sequences of the silkworm Вотбух mori L.[] the MYST 
acelyltransferase gene of the silkworm was obtained with silico cloning. The gene is 1 575 bp in length 
П GenBank accession number[] 00442997 containing ап ОКЕ of 1 326 bp and no intron. The predicted 
protein consists of 442 amino acids with the molecular weight of 51.4 kD. It contains three conservative 
domains[] i . e .[] MYST соге domain[] zinc finger and chromodomain[] and has high similarity with homologous 
genes in other species. The RT-PCR experiment indicated that the gene was expressed in all tested tissues and 
stages of the silkworm. Prokaryotic expression of the gene recombinant with six-His tag and a Nus Tag was 
successfully carried out through sub-cloning into pETSOb vector. 
Key words[] Bombyx mori[] MYST histone acetyltransferase[] clone[] sequence analysis[] expression 
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Fig. 1 RT-PCR of Bm-mof gene and the digested 

identification of TA clone 

МП DNA O O DNA marker DI2000[] 10 RT-PCR О O RT-PCR 

producit P[1 E] O O 0 0 O O Recombinant plasmid DNA digested 
with EcoR | and Hind Ш. 





ПШПППШ ПП моғ О ^лмоғ р ТІР6ОЦ 
ППП Вт моғПОООООООООООООО 
ЗППППППППП 5547 00000000 
сь нс О0О0О000000ШоО0О0 Es 
ОООО дво П 20 000000000000 
ППППППП ҺМИОЕПТІРБОПНВОГПМОВКЕПМО2 
ПППП МОҰППППП EsArDSAS2[]SAS3 П O 
ЕШТЕ ИЕЛЕ ИЛ ІНЕН 
ОШООО ПВт-МОЕППП Amor D DO O MOF 3 
ШПППШШППППППШПППШПШППШ 500 
ШПППШПШПППППШПШПППШПШШПШИППП 
ШППШПШШПШППППП ПП ШП 4ПАПВШ 
2.3 ППП РСЕПППШШПП 

ШШППШПШПШППШППЇРПППШПП 
00 5ППППШППШПШПШППШШПШПППППП 
О ҺМАППП RT-PCR O D DO DH 0 UL O D BU 
ПИТЕР ЕДЕНДІ 
0 ВМАПППП PcRDIL D D D UU D 7 OO SED 
2.4 O00000 

ПППП рЕТ50ЬПППППП ПП П pET50b- 
Bm-MOF[] O ТВПППП зо<0000 00 0.4 
mmol/L IPTG [] [] H] BD. D] E] U. D. 0O 0 0505-РАСЕ 
ШШПШППП R2500 0000 0 Ll pErobr DIU 
ПППППППП 6.3 юр Nus Tag 0 O0 0 O0 0 
ШШПШЦШПППППШПППШППШПППППППШП 
ПППП es kp D D U D U D BO D U D Bm-mef D 
ПППППП 51.4КЮОШППППППППППП 
ШПППШШППП 12000000M en 


218 ПППП Acta Entomologica Sinica 50 0 





1 CGATAAAATCGCT AGAATTCT ATCGGACTCAACTCTTAACCGTGCATTTCTCGT ATGCTGCTTGGITTTTCTATAATE 78 
78  TATGCTAARTGCTAATATGGCCACTTCGTCGATGRAGCGCATTGCGCGGT KTTIGCGTOAT ACC ATTGTTGTTGTC 156 


Fi 
(57  ATTATTATGGCAAAAGGTGATAAAGARTTAGAGAAGCCAATAGTGAATAATGAGTTGCCTAATCCTGAGTGTAGAAGT 234 
P 
1 HOÀ K G6 B K E L E K F I V N NX E L P NH Р Р Г R $ 24 


235  MCTGATAATGAAGACTCCGAGTCGGTCCCAGAACAGCCTTTGGACATAGGAGAACATTATTTAGTGCGGCGATCGGAT 312 
59 TD N EDS ES V Y EQF LD I GEHKYLVRERESD 50 
313 GAGTCATGGCACCCGGCTGAGATTAT ACAGTCGCGATACAGTACAGCGGAATCTTGTTACGAATACTATGTCCATTAT 390 
51 E S * HF AE IIRQSRYSTAESCIEYYVMAHT T6 
391 GTCGGATATGATAGAAGRCTCGACGAATGGGTGTCCCGCCACCGGGTT ATGTC AGAT AGGTTCGACGTACGCGAGCAG 468 
Tl Y G Y DE R LDE* VS R HR V M8 S DR F DV AR EQ 102 
469 TCGAACAATAACATAAACTGCGACCACCTGCTCACGGACAARTCCGGCCGGAAAATARCAAGGAATCAAAAACGTAAA 545 
13 S N F NS I RC D H LL 7T DK SG R K I T R Н Q К ER K 128 
547 CATGACGAAAT AAACCATGTGC AGAAAACTT ACGCCGAAATGGATUC AACGACCGCCGCGCTTGAAAAGGAACATGTA 624 
129 X D E I NH HH VQ K TY A EM DP TT AALEKEHSV 154 
625  GCCATTACTAAAGTT AAATAC AT AGAE AGGAT ACAANTTGGAAAATATGAAATCGATACTTGGTATTTTAGTCCGTAT 702 
155 A IT KV K Y IDRIGQIGEKTEZEIDIM UYFSPIY 180 


703 | CCIGATGAATATGGTAAACAATCAAAATTGTGGTTATGTGAATACTGTTTGAAGT ATATGAGAATGGAAAAAACATAC 780 
1600 P DE Y G K QS X LV LC E T C КҮ R BE X T Y 26 


781  CGGTACCATCTCAGTGAATGC AC AGCACGCCAACCCCAGGGT AACGAAAT ATACAGARAAGGTACAATAGCTATTTTT 856 
2007 KR Y HL 5 EC TARQFUGQOUGDPEITIRKOGTIAIF 232 


859  GAAGCAGATGGCAAAGAACAT ARAAT ATATTGCCAGAATTTGTGTTTATTAGCCAAATTATTTTTAGATCACAAAACC 936 
23 E àA D G K E H K 1 YT C Q H LC LL AKLFPFLDHEK T 258 


937 CTTTATTTTGATATAGAACAGTTTTTATTTTATATTTTGTIGTGAAGTTGACAAGCAAGGAGCTCACCTTGTAGGATAT 1004 
259 L Y F D IEGQFLFYILCEVIDIKQGAHKLVGY 284 


1005 TTTICAAAAGAAAAGGATTCACCTGAAGGCAAT AATGTGGCATGT AT ATTGACTCTACCTCCATATCAGAGACAGGGG 1082 
285P S K EK D S PE GN NV AC I LT LP P TQ К йй С 350 


1083 TATGGTAAACTCCTGATAGCTTTTAGTTATGAACTCTCAAGGCTCGAAC AAGTTGTTGGAAGTEC AGAGAAGCCTTTA 1160 
31Y GC KLLIAFSTIELSRLDIQVVYGSPERKPFPL 336 


1161 TCAGATTTAGGCARGITAAGTTACAGATCGT ACTGGTCATATGTTTT ATTAGAAGTGTT AAGTGCTAGTAGAGGTACA 1238 
3318 DLGELSYIRSYW"SYVLLEVLSASRGIT 382 


1239 ТТААСТАТСААССАТТТААСТСАСАТСАСАССААТАТСАСАААСССАСАТСАТТТСААСТТТАСАСТСААТСААСАТС 1316 
9315 IKDLSUQUMTGISQUTIPIISTLUSPM NM 38 


1317 GTGAAGTACTGGAAAGGACAGCATGTT ATTTGTGTTACACCTAAAATAGTTGCTGAACAATTAGCAAGCCCGCACTTT 1394 
3089 V K T W K 6GQ HV I C V IPEKIVAEGQLASFPHF 44 


1395 ARAARADCACGGTTATCAATAGATCCTTCAGCACTGAGATGGACACCCCCTAGT AAACAGOBGAACTCIGCEAAAGCO] 1472 
Rl OR 


415K K P R L 5S ID? S AL R W TP P5 K GG BS АКА 40 
1473 BAAAAGTAGTACAGGCTTACAGGCAGGGCTTAGGGANTGTTAAAAC ACAGTTARARCCAATATCTCAAGTCCAGGCCT 1550 
41КЕ ж 442 
1551 GTTATAATAAAAAAC 1515 
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Fig. 2 Тһе nucleotide sequence and the deduced amino acid sequence of Bm-mof gene 
ППППППП ЕП RID The boxed nucleiotides indicate F1 and RI рме DO 000000 ЕП ПП 
The underlined sequence indicate F2 and R2 prime] 0 П 000 poly АШ O O DJ. Polyadenylation signal is shadowedl] «ҰПППППП Stop codon. 
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Fig. 3 Structure of MYST acetyltransferase 
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Fig. 4 Phylogenetic relationship of several MYST acetyltransferase genes 
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domain of several MYST HAT genes. The boxed and triangle indicate C; HC zinc finger and sketch of the domain[] respectively. ВОО O Neighbour- 
joining] O00 0 O bootstrap E] D] E]. 0000000000 0 The phylogenetic tree produced by the Neighbor-joining method and the 
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Fig. 5 Identification of the RT-PCR product of Bm-mof gene in tissues of Bombyx mori at the different developmental stages 
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Fig. 6 SDS-PAGE and Coomassie dye of the 
protein expressed in E. coli 
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